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4. Rationale:

Inflammation is generally not believed to be important in the etiology of venous
thromboembolism (VTE), and most (2,3,7) but not all studies (5) have found no
independent association of VTE with CRP or with CRP polymorphisms (1,4). We also
found no association of CRP with VTE in a previous LITE nested case control study (6).



The recent addition of CRP to the ARIC visit 4 measurements allows us to re-test this
hypothesis. There are over 260 VTE events in ARIC since visit 4, which will provide
adequate power for detecting a moderate association. This likely will be a letter or brief
report.

5.  Main Hypothesis/Study Questions:

CRP at visit 4 is associated positively with incidence of VTE. We expect any univariate
association may be explained by obesity.

6. Design and analysis (study design, inclusion/exclusion, outcome and other
variables of interest with specific reference to the time of their collection, summary
of data analysis, and any anticipated methodologic limitations or challenges if
present).

Design: cohort

Endpoint: VTE incidence

Exposure: visit 4 CRP

Main covariates: age, race, sex, center, BMI

Analysis: Cox proportional hazards, with CRP modeled as a continuous variable and as
quartiles. Also look at high (e.g. >90%) CRP vs. low.
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