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3. Timeline: Anaysishas begun. Draft in amonth.

4. Rationale: Thisisanother of the LITE ancillary study nested case-control papers.
G20210A has been associated with elevated prothrombin and increased risk of venous
thromboembolism (VTE) in many case control studies. Thereis only one prospective study.

5. Main Hypothesis/Study Questions. VTE is associated positively with G20210A mutation
and plasma prothrombin levels. There are interactions with age, factor V Leiden and factor VIII.

6. Data (variables, timewindow, source, inclusions/exclusions):

Dataset: LITE nested case-control study of VTE.

Dependent var: VTE vs control

Independent: G20210A, plasma prothrombin

Covariates: study, age, sex, race, BMI, factor V Leiden, factor VI

Analysis: description of mutation prevalence, relation of prothrombin to genotype. Calculate
ORs by stratified analysis and logistic regression. Potential interactions assessed by cross-
classification
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b. If Yes, isthe author awarethat thefile | CTDERO2 must be used to exclude per sons
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analysisRES DNA =" CVD Research” would be used? ___Yes ___ _No
(Thisfile ICTDERO2 has been distributed to ARIC PIs, and contains
the responses to consent updates related to stored sample use for research.)
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